The AIC values were calculated from the χ 2 of curve fitting for wild-type FMBP-1 in PSG cells (total 29 fitting). Each AIC value was generated using the formula (6) shown in Materials and Methods. AIC represents the appropriateness of the fitting model used in curve fitting. The appropriateness is judged by the value; lower values indicate a more probable fitting model. AIC values in bold type in the three-component, free-diffusion model column are the lowest among the three different models. The AIC values calculated from the fitting residuals of wild-type FMBP-1 in PSG cells (total 29 fitting). This comparison of AIC values was processed in the same manner as described for Table S1 . In more than half of the fitting samples, the one-component, anomalous-diffusion model was judged to be improbable compared with the three-component, free-diffusion model. The other two anomalous-diffusion models were judged to be relatively probable. However, the differences in AIC values between the two anomalous-diffusion models and those of the three-component free-diffusion model were not large for most fitting samples. For reference, the chi 2 and AIC values for the three-component, anomalous diffusion model are also displayed.
Table S4. Examination of the appropriateness of the interpretation with the threecomponent model for the R9A(rep1) mutant in HeLa cells
(a) Diffusion parameters of the R9A(rep1) mutant determined by using the two-component, free-diffusion model 1st component 2nd component
63.7 ± 12.2 617.9 ± 174.4 36.3 ± 12.2 6.62 ± 3.44
In comparison with the diffusion parameters obtained by the three-component free-diffusion model (shown in Table 2 ), the component ratios and diffusion times of each component were clearly different. Also, dispersion of each parameter was increased.
(b) Comparison of fitting residuals of the R9A(rep1) mutant by the three-component model and the twocomponent model
The AIC values calculated from the fitting residuals of R9A(rep1) mutants in HeLa cells (total 8 fitting). This comparison of AIC values was processed in the same manner as described in Table S1 . In all eight fittings, the three-component free diffusion model was judged to be more probable than the two-component model. Table   S1 and S2) could not be fit well, resulting in very few component ratios of the 3rd component, which is impossible to consider real value. Thus, we excluded the one datum from the calculation of average diffusion parameters as shown in the table above.
